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Abstract

Table 1 Information on the focal species, data type and resource developed, as well as access details for the data. The authors responsi-

ble for each genomic resource are listed in the final column

Species

(no. of

individuals) Data type Resources Authors

Oropsylla

silantiewi

(100)

Transcriptome

sequencing,

assembly and

annotation

Sequence files: NCBI Sequence Read

Archive BioProject PRJNA237990

Assembled sequence (unigene) files &

deduced open reading frames: Dryad

doi:10.5061/dryad.gs4rk

Functional annotations: annotation.xlsx

on Dryad doi:10.5061/dryad.gs4rk

Lin, Gonghua; Wang, Zuyun; Whiting, Michael F.;

Su, Jianping; Zhao, Fang; Ma, Junying; Hongjian,

Chen; Zhang, Tongzuo

This article documents the public availability of transcriptome sequence data and assembled, annotated unigenes

for the marmot flea, Oropsylla silantiewi.1

Table 1 contains information on the focal species, data type and resource developed, as well as access details for the

data. The authors responsible for the genomic resources are listed in the final column. Full descriptions of how each

resource was developed and tested are uploaded as Supporting Information with the online version of this manuscript.

Supporting Information

Additional Supporting Information may be found in the online

version of this article:

Appendix S1 Transcriptome resources for the marmot flea and

plague vector, Oropsylla silantiewi.
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