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Abstract Fructan as an important osmotic regulation substances and is closely related to the carbon distribution
and resistance of plants. To identify the role of fructan in plant growth and development process, we used
Jerusalem artichoke clone Fructan:fructan 1-fructosyltransferase 1-FFT gene. The CDS of 1-FFT is 2 025 bp in
length which presumably code 641 amino acids; Its MW is 51.29 kD with the isoelectric point 10.01. Phylogenetic
analysis showed that Jerusalem artichoke 1-FFT gene was closest with Cichorium intybus L. and Lactuca sativa
1-FFT gene. qPCR results shows that:1-FFT gene was expressed in the Jerusalem artichoke leaves, roots, flowers,
stems and tubers, among the highest expression in the tubers. This study provides further insight into analyzing the
molecular regulation mechanism and function of identification in fructan synthetase.
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Figure 2 Nucleotide and amino acid sequence of Jerusalem artichoke 1-FFT gene
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Figure 5 Multiple sequences alignment of 1-FFT protein amino acid sequence with that of other species

(Lactuca sativa EU293871.1); Dp1-FFT:

(C.scolymus Y09662.1);

Note: Jal-FFT: Helianthus tuberosus (AJ009756.1); VA1-FFT: Viguiera discolor(AJ811625.1); Cil-FFT: Cichorium intybus(JQ346800.1);
Tol-FFT: Taraxacum officinale(AJ829550.1); Ls1-FFT: Lactuca sativa(EU293871.1); Dp1-FFT: Doronicum pardalianches (AJ81169-
6.1); Al1-FFT: Arctium lappa (AB47946.1); Cs1-FFT: (C.scolymus Y09662.1); Bpl1-FFT: Bellis perennis (AJ811697.1); Er1-FFT:

Echinops ritro (AJ811624.1)
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Figure 7 Expression of 1-FFT at different stages of tissue
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