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Campar ison on internal transcr ibed spacers (ITS) ~ sequences of
Tibetan medicine Saussurea medusa and its easily confusable species
L U Jian-quan', CHEN Zhi-duan®, LU A nmin?

(1.Northw est Plateau Institute of Biology, ChineseA cadany of Sciences, X ining Q inghai 810001, China; 2.L aboratory
of Sytematic and Evolutionary Botany, Institute of Botany, Chinese A cadany of Sciences, Beijing 100093, China)

Abstract: Object In order to identify the medicine at the molecular level, the internal transcribed
gacers (ITS) of SaussureamedusaM axim. and its easily confusable geciesw ere sequenced. M ethods
The double-stranded DNA w as anplified using PCR system s 9 600 kits and sequenced on an AB | 377 auto-
mated sequencer from both directions. Results The ITS sequencesof S. medusa of different populations
show ed no variation, but there existed distinct variation between S. medusa and its confusable ecies.
Conclusion ITS sequences can be used for the molecular authentication between S. medusa and its con-
fusable gecies.
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Tissue culture and clonal propagation of Gastrodia elata
CA | Yong-ping', YU L iwen', ZHAN G He-ying', CHEN Bang-guo’

(1.Department of Biotechnology, A nhuiA gricultural U niversity, Hefei A nhui 230036, China; 2. Commiittee of Science
and Technology of Jinzhai County in A nhui Province, JinzhaiA nhui 237300, China)

Abstract: Object To develop a nev method for the culturing of Gastrodia B1. in vitro, which may
provide the theoretical basisof clonal propagation for its rapid reproduction. M ethods T he snall stem tu-
bers and the sten budsw ere used as explants to culture in vitro under sterile conditions. In the 1/2M S
medium containing 6BA 1mg/A , NAA 0.5mg/A and banana50mgA , the snall sten tuberw as induced
to form protocom. In the 1/2M Smedium containing 68A 2mgA and NAA 0.2mg/A , the sten bud
w as induced to form protocorm . Results Each stan tuber formed a new protocorm w ithin 50 d, w hich can
be separated again to form rosette protocorm w ithin 70 d. The stam bud w as cultured in vitro to form the
protocom w ithin 140 d. The protocom bloomed w ithin 160 d. Conclusion The protocorm of G. elata
may be induced from the stam tuber and stem bud. By subdividing these rosette protocom s a virtually in-
definite clonal propagation can be achieved.
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